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The method of claim 1 wherein said promoter has a genotype 
selected from the group consisting of [TA] 5 / [TA] 5 , [TA] 5 / [TA] 6 , [TA] 5 / [TA] 7 , 
[TA] 5 / [TA] g , [TA] 6 / [TA] 8 , [JA] 7 / [TA] g and [TA] 8 / [TA] 8 . 
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9. A method for detecting polymorphisms in the uridine 
diphosphate glucuronosyltransferase I (UffiTlAl) gene promoter comprising 
determining the number of thymidine-adeniW (TA) repeats in said promoter, 
wherein the number of TA repeats correlate^with expression of the gene. 

^ The method of claim^comprising the steps of: 

(a) obtaining DNA from an individual; 

(b) amplifying all or part of said UGT gene promoter contained 
in said DNA; and 

(c) determining the number of TA repeats in said promoter. 

I 

The method of claim i^wherein said DNA being amplified 
comprises all or part of a UGT1A1 promoter. 

\\ % 

The method of claim / ,#wherein said DNA is amplified by 
polymerase chain reaction (PCR) and said number of TA repeats is determined by 
gel electrophoresis. 

y&. The method of claim^? wherein said DNA is amplified by 
PCR and said number of TA repeats is determined by sequencing said amplified 
DNA. 



The method of clairm9 wherein said polymorphism comprises 
an allele, said allele selected from the group Vesting of five TA repeats, [TA] 5 , 
six TA repeats, [TA] 6 , seven TA repeats, [TA3 7 and eight TA repeats, [TA] 8 . 
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The method of claini/9wherein said promoter has a genotype 




selected from the group consisting of [TA] 5 / [TA] 5 , [TA] 5 / [TA] 6) [TA] 5 / [TA] 7 , 
[TA] 5 / [TA] 8 , [TA] 6 / [TA]., [TA] 7 / [TA] 8 and [TA], / [TA],. 
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16. A method for screening individuals for variation in 
glucuronidation activity comprising detecting polymorphisms in a uridine 
diphosphate glucuronosyltransferase (UGT) gene promoter comprising determining 
the number of thymidine-adenine (TA) repeatsUn said promoter, wherein the 
number of TA repeats correlates with expression of the gene. 

* The method of claim Lo comprising the steps of: 

(a) obtaining DNA from an individual; 

(b) amplifying all or part of said UGT gene promoter contained 
in said DNA; and 

15 (c) determining the number of TA repeats in said promoter. 

1 \& The method of claim^^or lTwherein said promoter is the 
UGT1A1 promoter. 

20 yf. The method of claim^8^wherein said DNA being amplified 

comprises all or part of a UGT1 Al promoter. 

20. The method of claim l^wherein said DNA is amplified by 
the polymerase chain reaction (PCR) and said number of TA repeats is determined 
25 by gel electrophoresis. 

14 

\ ^ The method of claim ^wherein said DNA is amplified by 

PCR and said number of TA repeats is determined by sequencing said amplified 
DNA. 

30 
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22. The method of claim u 6 wherein said polymorphism 
comprises an allele, said allele selected from wi^roup consisting of five TA 
repeats, [TA] 5 , six TA repeats, [TA] 6 , seven \A repeats, [TA] 7 and eight TA 
repeats, [TA],. 
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The method of claim lo wherein said promoter has a 
genotype selected from the group consisting of [TA] 5 / [TA] 5 , [TA] 5 / [TA] 6 , [TA] 5 
/ [TA] 7 , [TA] 5 / [TA] g , [TA] 6 / [TA] 8 , [TA] 7 / [TA], and [TA], / [TA],. 

24. A method for screening individuals for variation in 
ucuronidation activity comprising detecting polymorphisms in a uridine 
diphosphate glucuronosyltransferase 1 (UffiTl Al) gene promoter, the method 
comprising determining the number of thymidine-adenine (TA) repeats in said 

Eioter, wherein the number of TA repeats^in said promoter correlates with 
ession of the UGT gene. 

K 2%r. The method of claim^Tcomprising the steps of: 

(a) obtaining DNA from an individual; 

(b) amplifying all or part of said UGT gene promoter contained 
in said DNA; and 

(c) determining the number of TA repeats in said promoter; 

r 26. The method of claim 24 wherein said DNA being amplified 
comprises all or part of a UGT1 Al promoter. 

r x yf. The method of claim24 wherein said DNA is amplified by 
polymerase chain reaction (PCR) and said number of TA repeats is determined by 
gel electrophoresis. 
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2$. The method of claim J^wherein said DNA is amplified by 
PCR and said number of TA repeats is determined by sequencing said amplified 



DNA. 



\ 29. The method of claim 24 wherein said polymorphism 

comprises an allele, said allele selected from tW^roup consisting of five TA 
j repeats, [TA] 5 , six TA repeats, [TA] 6 , seven TL\ repeats, [TA] 7 and eight TA 
^repeats, [TA] g . \ 

The method of claim 24wherein said promoter has a 
genotype selected from the group consisting of [TA] 5 / [TA] 5 , [TA] 5 / [TA] 6 , [TA] 5 
/ [TA] 7 , [TA], / [TA]„ [TA] 6 / [TA] 8 , [TA] 7 / [TA], and [TA] 8 / [TA] 8 . 




A method for optimizing drug dosages for a patient wherein 
15 said drugs are glucuronidated by a uridine diphosphate glucuronosyltransferase 

(UGT), said method comprising determining the number of thymidine-adenine (TA) 
repeats in a promoter of the UGT gene wherein the number of TA repeats 
correlates with expression of said UGT gene, and wherein the activity of said drug 
is effected by its level of glucuronidation. 

comprising the steps of: 

(a) obtaining DNA from an individual; 

(b) amplifying all or part of said UGT gene promoter contained 
in said DNA; and 

25 (c) determining the number of TA repeats in said promoter. 

The method of clain^^or ^fwherein said promoter is the 

UGT1A1 promoter. 
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K The method of claim ¥i co 



# 



I 



20 



2>V " 32 "^ 

34. The method of claim 12^wherein said DNA being amplified 
comprises all or part of a UGT1 Al promoter. 

>^ The method of claim 3/twherein said DNA is amplified by 
the polymerase chain reaction (PCR) and said number of TA repeats is determined 
by gel electrophoresis. 

The method of claim ^'f wherein said DNA is amplified by 
PCR and said number of TA repeats is determined and sequencing said amplified 
10 DNA. 

The method of claim^^wherein said polymorphism 
comprises an allele, said allele selected from the group consisting of five TA 
repeats, [TA] 5 , six TA repeats, [TA] 6 , seven TA repeats, [TA] 7 a od eight - T A 
15 r epeats. [T A^. 

The method of claim^wherein said promoter has a 
genotype selected from the group consisting of [TA] 5 / [TA] 5 , [TA] 5 / [TA] 6 , [TA] 5 
/ [TA] 7 , [TA] 5 / [TA] 8 , [TA] 6 / [TA] 8 , [TA] 7 / [TA] 8 and [TA] 8 / [TA] 8 . 
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A method for optimizing drug dosages wherein said drugs 




are glucuronidated by uridine diphosphate glucuronosyltransferase I, said method 
comprising determining the number of thymidine-adenine (TA) repeats in a 
promoter of the UGT1 gene wherein the number of TA repeats correlates with 
25 expression of said UGT gene, and wherein the activity of said drug is effected by its 
level of glucuronidation. 

^ ^ jfif^ The method of claim ^^comprising the steps of: 
(a) obtaining DNA from an individual; 
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(b) amplifying all or part of said UGT gene promoter contained 
in said DNA; and 

(c) determining the number of TA repeats in said promoter. 

~* The method of claiin^ or AO wherein said promoter is the 

UGT1A1 promoter. 

4Z\ The method of claim 3# wherein said DNA being amplified 
comprises all or part of a UGT1 Al promoter. 

Z> The method of claim rf 3^ r wherein said DNA is amplified by 

the polymerase chain reaction (PCR) and said number of TA repeats is determined 
by gel electrophoresis. 

l ^fiA. The method of claim 39 wherein said DNA is amplified by 
PCR and said number of T A repeats is determined by sequencing said amplified 
DNA. 



4 1 / ^ 



The method of claim ^^wherein said polymorphism 
20 comprises an allele, said allele selected from the group consisting of five TA 
repeats, [TA] 5 , six TA repeats, [TA] 6 , seven TA repeats, [TA] 7 aftd-etghrTA 
r^jpeatsH^Afr. 



The method of clairn^^wherein said promoter has a 
25 genotype selected from the group consisting of [TA] 5 / [TA] 5 , [TA] 5 / [TA] 6 , [TA] 5 
/ [TA] 7 , [TA] 5 / [TA] 8 , [TA] 6 / [TA] 8 , [TA] 7 / [TA] 8 and [TA] 8 / [TA] 8 . 

A method for predicting an individual's sensitivity to 
xenobiotics wherein said xenobiotics are glucuronidated by a uridine diphosphate 
30 glucuronosyltransferase gene product, said method comprising determining the 
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number of thymidine-adenine (TA) repeats in a UGT gene promoter, wherein the 
number of TA repeats correlates with expression of said UGT gene and wherein the 
individual's sensitivity to said xenobiptics is effected by glucuronidation activity. 

0 aA ^ 

5 ^ met hod of claim ^comprising the steps of: 

(a) obtaining DNA from an individual; 

(b) amplifying all or part of said UGT gene promoter contained 
in said DNA; and 

(c) determining the number of TA repeats in said promoter. 

4&. The method of claim 47 or 4^rvvherein said promoter is the 
UGT1A1 promoter. 

50. The method of claim^f wherein said DNA being amplified 
15 comprises all or part of a UGT1 Al promoter. 

The method of claim jn wherein said DNA is amplified by 
the polymerase chain reaction (PCR) and said number of TA repeats is determined 
by gel electrophoresis. 



20 m ^ 

The method of claim^^/wherein said DNA is amplified by 
PCR and said number of TA repeats is determined by sequencing said amplified 
DNA. 

4V 

25 *¥S. The method of claim 0 wherein said polymorphism 

comprises an allele, said allele selected from the group consisting of five TA 
repeats, [TA] 5 , six TA repeats, [TA] 6 , seven TA repeats, [TA] 7 a»d-eight-TA 
££peatsrP^ 8 . 
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t4. The method of claim ^/wherein said promoter has a 
genotype selected from the group consisting of [TA] 5 / [TA] 5 , [TA] 5 / [TA] 6 , [TA] 5 
/ [TA] 7 , [TA] 5 / [TA] 8 , [TA] 6 / [TA] g , [TA] 7 / [TA], and [TA] 8 / [TA],. 




A method for predicting an individual's sensitivity to 
xenobiotics wherein said xenobiotics are glucuronidated by a uridine diphosphate 
glucuronosyltransferase I gene product, said method comprising determining the 
number of thymidine-adenine (TA) repeats in a UGT1 gene promoter, wherein the 
number of TA repeats correlates with expression of said UGT1 gene and wherein 
10 the individual's sensitivity to said xenobiotics is effected by glucuronidation activity. 

So. The method of claim 55 comprising the steps of: 

(a) obtaining DNA from an individual; 

(b) amplifying all or part of said UGT1 gene promoter contained 
15 in said DNA; and 

(c) determining the number of TA repeats in said promoter. 

The method of claim 55 or 56 wherein said promoter is the 

UGT1A1 promoter. 




J \ SJT. The method of claim wl 



<6 x . 

~? 5#. The method of claim So wh 



The method of claim So wherein said DNA being amplified 
comprises all or part of a UGT1 Al promoter. 

.*J> 

The method of claim So wherein said DNA is amplified by 
25 the polymerase chain reaction (PCR) and said number of TA repeats is determined 
by gel electrophoresis. 

0- 

The method of claim £6 wherein said DNA is amplified by 
PCR and said number of TA repeats is determined by sequencing said amplified 
30 DNA. 
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The method of claim ^S^wherein said polymorphism 
comprises an allele, said allele selected from the group consisting of five TA 
repeats, [TA] 5 , six TA repeats, [TA] 6 , seven TA repeats, [TA] 7 arttf-eighfc-£A 
-repeat s, [TA jfc. 



is 

^ &Z. The method of clairru£5 wherein said promoter has a 
genotype selected from the group consisting of [TA] 5 / [TA] 5 , [TA] $ / [TA] 6 , [TA], 
/ [TA] 7 , [TA] 5 / [TA] 8 , [TA] 6 / [TA] 8 , [TA] 7 / [TA] 8 and [TA] 8 / [TA] 8 . 

r 

63. A kit for detecting polymorphisms in a uridine diphosphate 
glucuronosyltransferase (UGT) gene promoter wherein the number of thymidine- 
adenine (TA) repeats in said UGT gene promoter correlates to expression of said 
UGT gene, the kit comprising primers ror amplifying DNA comprising all or part 
of the UGT gene promoter to determine r|ie number of TA repeats in said 
promoter. 

64. The kit of claim 61r wli^rein said kit contains one or more 
additional components selected from the gnnm consisting of deoxynucleoside 



triphosphates, buffers, labels for detecting said polymorphisms and instructions. 



65. The kit of claim 63 or_64 wnprein the primers are selected 
SEQIDNO: 4 



from the group consisting of SEQ ID NO: 1, SEQ ft^NO: 2, SEQ ID NO: 3 and 

\ 

66. The kit of claim 63 or 64^ wherein ^id promoter is the 
UGT1A1 promoter. 



67. A kit for detecting polymorphisms in a uridine diphosphate 
glucuronosyltransferase I (UGT1A1) gene promoter wherein theViumber of 
30 I thymidine-adenine (TA) repeats in said UGT1 gene promoter correlates to 
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expression of said UGT1 gene, thMcit comprising primers for amplifying DNA 
comprising all or part of the UGT1 g^ne promoter to determine the number of TA 
repeats in said promoter. 

5 68. The kit of /laim 67^vhereiiy$aid kit contains one or more 

additional components selected fr&m the grijLkrfT consisting of deoxynucleoside 
triphosphates, buffers, labels for detecting saity polymorphisms and instructions. 

69. The kit of claim 67 or 68 wherein the primers are selected 
10 from the group consisting of SEQ ID NO: 1, SEQtfD NO: 2, SEQ ID NO: 3 and 
SEQIDNO: 4. 




